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INTRODUCTION

Theloderma lateriticum Bain, Nguyen et
Doan, 2009 (Anura  Rhacophoridae) was de-
scribed based on a single specimen (Voucher no.
AMNH 168757/IEBR A. 0860, adult male). The
type locality is the Hoang Lien Mountains, Lao
Cai Province, northwestern Vietnam, between
1,300-1,400 meters  elevation (Bain et al., 2009).
Then, two new distribution records for Vietnam
were reported, Yen Tu, Bac Giang (Voucher no.
VNMN 1215, 1216, two adult males) and Ta Sua,
Son La (Voucher no. TBUPAE 226, male; TBU-
PAE 227; female), respectively (Hecht et al.,
2013; Nguyen et al., 2015; Pham & Nguyen,
2018). However, Nguyen et al. (2015) pointed out
that Yen Tu and Ta Sua specimens present a vocal
slit, but holotype lacks the vocal slit. Otherwise,

these specimens displayed high genetic variation,
ranging from 0.5 to 4.9 based on combined se-
quences of 12S rRNA, tRNAval, and 16S rRNA
yielded a total of 2412 bp positions (Nguyen et
al., 2015). 

In 2017, we carried out the monitoring of am-
phibians at Shiwandashan National Nature
Reserve, Guangxi, China (21.844043° - N, 107.
891647° E, 532 m asl). We found Theloderma la-
teriticum breeding in PVC buckets (diameter = 25
cm, height = 20 cm) that were used to monitor
amphibians. Bain et al. (2009) have suggested that
this species may also occur in neighboring south-
eastern Yunnan Province, China, and northeastern
Laos. Herein, we reported the first record of T. la-
teriticum from China, and redescribed its morpho-
logical characters and constructed its phylogeny
based on mitochondrial DNA genes fragments.
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tween Theloderma and Nyctixalus, we included ho-
mologous DNA of two genera Theloderma and
Nyctixalus downloaded from GenBank for phylo-
genetic analyses (Table 1). Uncorrected pairwise
genetic variation was calculated in MEGA 7 using
a ~530 bp mtDNA 16S fragment. The Akaike In-
formation Criterion (AIC) implemented in MrMod-
eltest 2.3 (Nylander, 2004) was used to identify the
best-fitting models of DNA substitution for our
data. Bayesian inference (BI) method was used to
reconstruct phylogenetic relationships and carried
out using MrBayes 3.12 (Ronquist & Huelsenbeck,
2003). Four independent Markov Chain Monte
Carlo searches were run for 20 million generations,
sampled every 1000 generations, each with four
chains and default priors. A 50% majority-rule con-
sensus tree was constructed to calculate the
Bayesian posterior probabilities (BPP) of the tree
nodes. 

Bioacoustics analysis

The advertisement calls were recorded with an
ICD recorder (Sony ICD-TX50) at a distance of ap-
proximately 0.2–0.3 m. Ambient temperature was
taken with a TP-2200 (A-volt). Calls were analyzed
with Raven Pro 1.5 software (http://www.birds.cor-
nell.edu/brp/raven/RavenOverview.html) with de-
fault setting.

RESULTS

Systematics

Classis AMPHIBIA Linnaeus, 1758
Ordo ANURA Hogg, 1839
Familia RHACOPHORIDAE Hoffman, 1932 
Genus Theloderma Tschudi, 1838

Theloderma lateriticum Bain, Nguyen et Doan,
2009

EXAMINED MATERIAL. NHMG1704001, NHMG1
706010–11, adult males, and NHMG1706012, adult
female from Shiwandashan National Nature Re-
serve, Guangxi, China (21.844123° N, 107.891561°
E, 510 m asl), collected by Weicai Chen, Yunming
Mo, and Shichu Zhou on 21 April and 24 June,
2017.

MATERIAL AND METHODS

Morphological data 

All specimens were fixed in 10% formalin then
stored in 75% ethanol. Before fixing in formalin,
muscle tissue was collected and then stored in 100
% ethanol for DNA extraction. Specimens were de-
posited at the Natural History Museum of Guangxi
(NHMG). 

Morphological measurements were taken with
digital calipers to the nearest 0.1 mm. Measure-
ments include snout-vent length (SVL); head length
from tip of snout to rear of jaw (HL); head width at
the commissure of the jaws (HW); snout length
from tip of snout to the anterior corner of eye
(SNT); diameter of the exposed portion of the eye-
ball (ED); interorbital distance (IOD); horizontal di-
ameter of tympanum (TD); distance from anterior
edge of tympanum to posterior corner of eye
(TED); internarial space (IN); eye-nostril distance
from anterior of eye to nostril (EN); tibia length
with the hindlimb flexed (TIB); forelimb length
from elbow to tip of the third finger (FLL); thigh
length from vent to knee (THL); pes length from tip
of the fourth toe to base of the inner metatarsal tu-
bercles (PL); manus length from tip of the third
digit to base of tubercle on prepollex (ML); diame-
ter of the third finger disc (FTD3), and diameter of
the fourth toe disc (HTD4). The webbing formula
followed Myers & Duellman (1982). Tadpole labial
tooth row formula (LTRF) followed Altig & McDi-
armid (1999).

Molecular data

Genomic DNA was extracted from muscle using
QIAgen DNeasy tissue extraction kits. The primers
16SAR and 16SBR of Palumbi et al. (1991) were
used to amplify around 540 base pair fragment of
the 16S rRNA gene, with standard PCR protocols.
PCR products were directly sequenced using ABI
3730 DNA analyzer (Applied Biosystems, USA).
Newly determined sequences were submitted for
BLAST searching to ensure that the target fragment
had been amplified (https://blast.ncbi.nlm.nih.gov/
Blast.cgi) (Altschul et al., 1997) and deposited in
GenBank (MH521262–3), then were aligned using
Clustalx in MEGA 7 (Kumar et al., 2016) with the
default settings. Given the close relationship be-
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DESCRIPTION. Habitus slender. Head wider than
long (HL/HW = 0.83). Snout slightly subacuminate
in dorsal view, rounded in lateral view, and project-
ing beyond lower jaw; nostril oval, oblique, much
closer to tip of snout than to eye, internarial shorter
than interorbital distance (IN/IOD = 0.83); canthus
rostralis distinct, rounded; lores oblique, concave;
interorbital region slightly concave, interorbital dis-
tance longer than upper eyelid width (IOD/UEW =
1.43); pupil diamond-shaped, horizontal; eye diam-
eter shorter than snout length (ED/SNT = 0.86);
tympanum distinct, rounded, 58% of eye diameter,
tympanic rim elevated relative to skin of temporal
region; dorsolateral folds absent; pineal ocellus ab-
sent; vomerine teeth absent; choanae oval, at mar-
gins of roof of mouth; tongue elongated-cordiform,
attached anteriorly, deeply notched posteriorly;
supratympanic fold from posterior margin of eye to
level slightly posterior to axilla; vocal sac absent
(Figs. 1–4, Table 2).

Forelimb slender. Finger tips with well-ex-
panded discs having distinctly circummarginal
grooves, finger III disc width 62% tympanum di-
ameter; relative finger lengths I < II < IV < III; fin-
gers without webbing; subarticular tubercles
distinct, surfaces rounded, formula 1, 1, 2, 2; acces-
sory palmar tubercles indistinct; nuptial pad pres-
ent, elongated, covering prepollex area (Figs. 5, 6). 

Hindlimb slender. Toe tips with distinctly ex-
panded discs with circummarginal grooves, diame-
ter of discs slightly shorter than those of fingers;
toes slender; relative toe lengths I < II < III ≤ V <
IV; toes moderately webbed, webbing formula: I 1-
– 1- II 1+ – 1- III 1+ – 1+ IV 1+ – 2- V; subarticular
tubercles rounded, distinct, formula 1, 1, 2, 3, 2;
inner metatarsal tubercle oval, elongated; outer
metatarsal tubercle and supernumerary tubercle ab-
sent (Figs. 5, 6).

Smooth dorsal skin without distinct skin ridge,
but dorsal surfaces of head, back, limbs and outer
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Figures 1–4. Dorsolateral (Fig. 1), dorsal (Fig. 2) and ventral view (Fig. 3) of NHMG1704001 
(adult male) 241 in life, and (Fig. 4) dorsolateral view of NHMG1706012 (female) in life.



margin of foot are interspersed with some asperities;
coarsely granular venter; absent dermal fringe and
velvety and ovoid nuptial pad on prepollex area.

Color in life. Tip of snout, loreal region, upper
eyelids, supratympanic fold and shoulder are brick-
red; dorsum has several irregular brown markings;
brown upper lip contains several white spots;
flanks are brown with black blotches, and the lower
portion of flanks exhibits white spots; grey-brown
forelimbs with two dark brown transverse bands;
brown hindlimbs with three dark brown transverse
bands; grey digit tips with white spots; grey-brown
venter with white spots; dark brown pupils and
brick-red iris with deeply red ring along the margin
(Figs. 1–4).

Color in preservative. Brown body with dark
brown markings. Brown ventral surface with grey
spots. Brick-red faded on the tip of snout, loreal re-
gion, upper eyelids, supratympanic fold and shoulder.

Tadpole. Tadpoles were assigned to the new

species because the color pattern resembled that of
adults (Figs. 7–9). Tadpoles exhibit a rounded and
depressed body shape; dorsal eyes and nares; nares
are nearer to the snout than eyes; medial vent tube;
sinstral spiracle; broadly rounded tail tip. The oral
apparatus is anteroventral. The labial tooth row for-
mula (LTRF) is 3(2–3)/3 (n = 4, stage 32–38). The
marginal papillae have a large dorsal gap and lack
a medial gap on the lower labium. The body is dark
brown, and the tail fin is pale brown. Measurements
(in mm) of four tadpoles at developmental stages
32–38 (Gosner, 1960) are as follows: total length,
26.0–28.7 mm; body length, 10.1–10.7 mm; maxi-
mum tail height, 5.6–6.8 mm; tail muscle height,
3.1–3.8 mm; interorbital distance, 2.8–3.2 mm; in-
ternarial distance, 1.6–2.1 mm; oral disk width, 2.2–
2.5 mm and oral disk height, 0.8–0.9 mm. 

MOLECULAR ANALYSES. Our preliminary phylo-
genetic trees were similar to Poyarkov et al. (2018),
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Figures 5, 6. Ventral view of the hand (Fig. 5), and of the foot (Fig. 6) of NHMG1704001. Figures 7–9. Tadpole of 
Theloderma lateriticum. Dorsal view of tadpole (Fig. 7), lateral view (Fig. 8), and dorsal view of metamorphs (Fig. 9).



Figure 10. Bayesian inference tree reconstructed from 16S rRNA mitochondrial gene with Kurixalus idiootocus, Liuixalus
romeri, and Nasutixalus medogensis as outgroups. Numbers above branches represent bootstrap supports for Bayesian po-
sterior probabilities (BPP).
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Table 1/1. Samples and sequences used in this study. Generic allocation according to Frost (2017).

WEICAI CHEN ET ALII30



Table 1/2. Samples and sequences used in this study. Generic allocation according to Frost (2017).
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Table 1/3. Samples and sequences used in this study. Generic allocation according to Frost (2017).

Table 2. Measurements (mm) of Theloderma lateriticum. Abbreviations defined in text.
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Figures 12, 13. Two types of advertisement calls of Theloderma lateriticum recorded at ambient
temperature of 21°C. Figure 12 and figure 13 showed variable durations between calls.

Figure 11. Distribution of Theloderma lateriticum.
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Nguyen et al. (2015) and Huang et al. (2017) (Fig.
10). All T. lateriticum specimens form a mono-
phyletic group. Holotype is closer to Ta Sua speci-
men than Yen Tu and Shiwandashan specimens,
matching their geographical distance (Fig. 11). Un-
corrected sequence divergences at the 16S rRNA
gene between type locality and other three sites
range from 4.1–4.4% (Table 3), but Shiwandashan
specimens and Yen Tu specimens range from 2.2–
2.4% (Table 3). Genetic variation between T. lat-
eriticum and all available homologous 16S rRNA
sequences is great than 8.5%.

Advertisement call. We only recorded the calls
of a single male (Voucher no. NHMG1704001) near
PVC buckets at an ambient temperature of 21°C.
We detected two typical calls, but these calls have
the same dominant frequency and harmonics (Fig.
12, 13). The dominant frequency ranges from 2.5–
3.5 kHz, and harmonics present at 5.8–6.8 kHz and
8.0–9.0 kHz. Figures 13, 13 showed waveforms and
corresponding spectrograms for 10 s. For figure 12,
the durations between calls are variable, ranging
from 200–700 ms; for figure 13, the durations are
relatively stable, presenting around 220 ms.

DISCUSSION

Morphologically, Shiwandashan, Yen Tu and Ta
Sua specimens are similar to holotype. Nguyen et
al. (2015) were convinced that Yen Tu and Ta Sua
specimens had a vocal slit, but they lacked a vocal
slit in holotype as well as our specimens. For color
model, our specimens are more similar to Ta Sua
specimens than Yen Tu specimens and holotype
(Hecht et al., 2013; Pham & Nguyen, 2018). Toe

webs also display subtle differences, webbing for-
mula: I 1- – 1- II 1+ – 1- III 1+ – 1+ IV 1+ – 2- V
in our specimens vs. I1½ – 2II1½ – 2III1 –
2½IV2½ – 2V in Ta Sua specimens. For the skin
texture, holotype and Yen Tu specimens are gran-
ular, but Shiwandashan and Ta Sua specimens are
obviously smooth (Hecht et al., 2013; Pham &
Nguyen, 2018). Holotype was collected on 10 Sep-
tember, but other specimens were collected in April
or June. In Shiwandashan, we found that the breed-
ing season of T. lateriticum ranges from April to
June. Whether some morphological differences are
caused by the breeding season and non-breeding
season need further investigation.

Genetic variations between holotype and other
specimens range from 4.1% to 4.4% based on the
part of 16S rRNA (~530 bp); genetic variations
greater than 3% represents differentiation at the
species level in frogs (Vences et al., 2005). How-
ever, genetic variation between our specimens and
Yen Tu specimens is about 2.2%. Other examples
of high instraspecific genetic variation included T.
albopunctatum (2.5%), T. gordoni (2.1–4.6%), T.
licin (3.8%), T. pyaukkya (3.9%), T. truongsonense
(3.8%) and T. stellatum (0.4–3.0%) (Nguyen et al.,
2015; Pham & Nguyen, 2018). High genetic vari-
ation indicated the possible presence of cryptic
species in these group. For T. lateriticum group, be-
cause T. lateriticum was described based on a sin-
gle specimen and lacked variation data, we
consider these specimens as a single species de-
spite presence of subtle morphological variations
and relative high genetic variation. If we want to
determine the T. lateriticum species complex, it is
necessary to collect more specimens from type lo-
cality.

Table 3. Uncorrected p-distances (in %) in Theloderma lateriticum group 
based on mitochondrial 16S rRNA sequences (~530 bp).
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